BOX 23.1

IDENTIFYING A GENETIC LOCUS LINKED TO BITTER TASTE PERCEPTION

The ability to taste the compound phenylthiocarbamide (PTC) varies dramatically among humans. Approximately 75% of people find PTC intensely bitter, whereas 25% do not detect it. The ability to detect PTC was linked to a small region of chromosome 7 in human genetic studies. The taste receptor gene T2R38 is located within this interval, and variations in its sequence perfectly correlate with the ability to taste PTC. In the human population, there are two major sequence variations in T2R38, which differ by three amino acids. One variant (containing the amino acid substitutions AVI) accounts for the nontasters and the other variant (containing the amino acid substitutions PAV) is themajor taster allele. Thus, people with two AVI alleles are nontasters, those with one PAV and one AVI are tasters, and those with two PAV alleles are super-tasters (Kim et al., 2003). These studies demonstrate that humans vary in their ability to detect taste compounds because of variations in the sequence of taste receptors.
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